Solobacterium_moorei_F0204_strain_F0204.protein
RUG054
RUG634

q RUG050

RUG053

RUG049

RUGO51
hRUG900

RUG397 . .
Bulleidia_extructa_ W1219 strain_W1219.protein

Erysipe

]

Erysipelothrix_larvae_strain_LV19.protein

rysipelothrix_rhusiopathiae_ ATCC 19414 strain ATCC_19414.protein

Erysipelothrix_rhusiopathiaé_SY1027_strain_SYI027.protein

Erysipelothrix_rhusiopathiae_strain _GXBY_1.protein _
Erysipelothrix_rhusiopathiae_str_Fujisawa_strain_Fujisawa.protein
Erysipelothrix_rhusiopathiae strain

H13013.protein

lotrichaceae_bacterium_MTC7_strain. MTC7.protein

Holdemanella_biformis_ DSM_3989 strain DSM_3989.protein
Faecalitalea_cylindroides_T2 87 strain_T2_87.protein
Faecalitalea_cylindroides_strain_An178.protein
Faecalitalea_cylindroides_strain _An64.protein

Catenibacterium_sp CAG_290.protein

Catenibacterium mitsuokai DSM 15897 strain DSM 15897.£rotein

Catenibacterium_mitsuokal_strain_2789STDY5608825.protein
— Massiliomicrobiofa_timonensis_strain_An13.protein

Massiliomicrobiota_sp_An142 strain_An142.protein
Massiliomicrobiota_sp _Anl134 strain_Anl134.protein

4 Massiliomicrobiota_sp_An80 strain_An80.protein
Massiliomicrobiota _sp _An105 strain_An105.protein

_|—_CCO robacillus_sp 29 1 strain 29 1.protein

andidatus_Stoquefichus_sp KLE1796_strain_ KLE1796.protein

Coprobacillus_sp 8 T 38FAA strain 8 1 38FAA.protein
4[[ Coprobacillus_sp_ CAG_235.protein _

Coprobacillus_sp CAG 235 29 27.protein _

! Erysipelatoclostridium_sp_An173_strain_Anl73.protein

Faecalitalea cylindroides ATCC_ 27803 strain ATCC_27803.protein
Dubosiella_newyorkensis_strain_ NYU_BL_A4.protein _ _
| Erysipelotrichaceae_bacterium_NYU_ BL E8 strain. NYU BL ES8.protein
Erysipelotrichaceae bacterium NYU BL F16_strain. NYU_BL_F16.protein
! lleibacterium_valens_strain_ NYU BL_A3.protein
 Faecalibaculum_rodentium_strain Aﬁ)lgoroteln _
_ — 1 Faecalibaculum_rodentium _strain_NYU_BL_K8.protein
- Eubacterium_dolichum_DSM_3991_strain DSM_3991.protein _
Erysipelotrichaceae bacterium 5 2 54FAA strain_5 2 54FAA.protein
— rIyS|p_eIotrlchaceae_bacterlu_m_g 1 53 strain_3 1 53.protein
Clostridium_innocuum_strain_AN88.protein _
Erysipelotrichaceae _bacterium_6 1 45 strain_6 1 45.protein
[ Erysipelotrichaceaé_bacterium_CAG_64.protein _
Erysipelotrichaceae bacterium_21 3 ‘strain_21 3.protein
Clostridium_innocuum_strain_NLAE 7Z| C38'1.5prote|n_
|| Clostridium_innocuum_strain_2789STDY5834853.protein
Clostridium_innocuum_strain_146.protein _
Erysipelotrichaceae_bacterium_146 strain_146.protein
Clostridium_innocuum_2959 _strain_2959.protein _
o _ Erysipelotrichaceae bacterium_2 2 44A strain_2 2 44A.protein
Holdemania filiformis DSM_12042_strain_DSM_12042.protein
RUGH21 _ _
Coprobacillus_sp CAG 605.P(ote|n
r Coprobacillus_sp_CAG_698.protein
L— Coprobacillus_sp 28 7.protein _ _
Turicibacter_sanguinis_PC909 strain PC909.protein
—| Turicibacter_sanguinis_strain_2789STDY5608821.protein
Turicibacter_sp__ G_F_I_stral_n_HGFl._Proteln _
Turicibacter_sanguinis_strain_2789STDY5834851.protein
Turicibacter_sp_H121 strain_H121.protein _
Turicibacter_sanguinis_strain_2789STDY5608865.protein
Turicibacter_sanguinis_strain_2789STDY5834949.protein
RUG021
— — 1 RGO
RUGBSL
RUG187
] —1 —— RUG266
- RRGER
RUG696
RUG042
. RUG131 _
' Coprobacillus_sp_CAG_826.protein
—\ RUG287
RUG319
—L __ RUG6
—
RUGT747

Erysipelatoclostridium_sp_Anl15 ‘strain _Anl15.protein
oprobacillus_sp D7 strain_D7.protein

Coprobacillus_sp  CAG_183.protein

Coprobacillus sp 3 3 56FAA strain_3 3 56FAA.protein
Coprobacillus_sp_8 2 54BFAA strain 8 2 54BFAA.protein _
Erysipelatoclostridium_ramosum DSM 1402 strain_DSM_1402.protein
lostridium_cocleatum_strain DSM_ 1551 .protein _
Clostridium_spiroforme_DSM_1552 strain_DSM_1552.protein
Clostridium_spiroforme_strain_An26.protein
Clostridium_spiroforme_strain_An149.protein
Clostridium_spiroforme_strain_An158.protein

4‘

Kandleria_vitulina_strain_S3b.protein

Kandleria_vitulina_strain_ WCC7.protein
Kandleria_vitulina_strain_ KH4T7.p _
Kandleria vitulina_ DSM_20405_strain_DSM_20405.protein

protein

Eggerthia_catenaformis_strain_ MAR1.protein _
Eggerthia_catenaformis_ OT_569  DSM_ 20559 strain_ OT_569.protein



